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Protein detection—Method for measuring CRISPR Cas12a trans-cleavage activity
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Cas12a H Casl2a protein
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3.3
CRISPR 3kiE RNA CRISPR-derived RNA ; crRNA
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Cas12a EAKAYIZEME Casl2a protein trans-cleavage activity
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Cas12a EARAYIEFMEEAG  trans-cleavage activity unit of Cas12a protein
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