Exercise collections for Biochemistry

Section one: noun explanation

10.

11.

12.

13.

14.

15.

16.

17.

18.

Primary structure of protein £ [ Jifi [1Y]— 2% &5 14
Secondary structure of protein £ [ Jiii [\ 2} 25 14
Tertiary structure of protein 25 [ Jiii Y] = 2% 25 14
Quaternary structure of protein é& El 5'1 Elg Iy é}ﬁfmﬁ 1‘@
Motifs 7

Domains 3%, %

Molecular chaperones R

Cooperativity /[

Protein denaturation £ [ )i 25 P4

Primary structure of DNA DNA []— 2 45 1)
Secondary structure of DNA DNA 1] -2 25 14
Nucleosome 1% /M

Ribozyme 1% i

DNA denaturation DNA 25 4
Melting temperature 17 FillJid J&

DNA renaturation DNA 1] & £
Nucleic acid hybridization ALY SN

Enzyme @



19.

20.

21.

22.

23.

24.

25.

26.

27.

28.

29.

30.

31.

32.

33.

34.

35.

36.

37.

38.

39.

Multienzyme system ZH 25t
Multifunctional enzyme EQVILEA
Holoenzyme 41

Coenzyme i il

Prosthetic group T 2

Vitamine 4E 4 25

Essential group of enzyme [iff [1') 55 22 2H
Active center of enzyme R Bl RO
Activation energy EALRE

Specificity of enzyme 47 57 4 [ I}
Induced-fit hypothesis 7S AR
Initial velocity WA

Michealis constant (Km) Michealis %7 (A H)

Optimum temperature and Optimum pH T L RN i pH

Inhibitor of enzyme A ) 741
Irreversible inhibition A~ R 18 2 1]
Reversible inhibition M]3 [ 41 il {F F
Competitive inhibition 3 4+ 2k 4171
Activator of enzyme T

Activity of enzyme 75 74

Zymogen (Proenzyme) M/ (i )i )



40.

41.

42.

43.

44,

45.

46.

47.

48.

49.

50.

51.

52.

53.

54.

55.

56.

57.

58.

59.

60.

Activation of zmogen 15 1] Zzmogen

Competitive inhibition 5 5+ 4 11 ]

Allosteric regulation ’}Eﬂ‘@ P

Covalent modification F: /M &1

Indution and repression of protein biosynthesis £ [ Jii 75 il 1Y) Indution A1 ]
Isoenzymes [ T i

Enzyme coupled assays B 75 7 4T

Enzyme-linked immunosorbent assay Pk 6928 T B 0 56
Glycolysis (narrow sense) HEFEME (B S0

Glycolytic pathway PEIE R 141

Substrate-level phosphorylation J&&47) 7K -1 i

Aerobic oxidation of glucose = BEI A H A

Pastuer effect

Glyconeogenesis § J5i A& A A

Gluconeogenic pathway

Substrate cycle HEAR 1

Cori cycle (lactate cycle) A1 5L CFLER FE HH)
Pentose phosphate pathway i PR Ieh &AL

Favism 7% 2.9

Glycogenesis W I A B

Glycogenolysis Pt iR



61.

62.

63.

64.

65.

66.

67.

68.

69.

70.

71.

72.

73.

74.

75.

76.

77.

78.

79.

0.

81.

Activated glucose T 260 B

Cascade system KWk RS

Three-carbon pathway ISR

Blood sugar I

Essential fatty acids 1 7 15 17 iR

Fat mobilization it 7 5)) 71

Hormone-sensitive triglyceride lipase i 2 f5UE A H il — 15 i3 1
Lipolytic hormone fii i3l 2

Anti-lipolytic hormone PRI R

B -Oxidation of fatty acid I [Ij & B -%A ft.

Ketone bodies il {4

Citrate-pyruvate cycle FAEER - ABHER PG IR
Blood lipid [fILfiii

Lipoprotein 15 £ [

LCAT and ACAT LCAT FIJLE 4

LDL-receptor metabolic pathwayL DL 52 /R4 i 18 12
Reverse cholesterol transport JIEL 3] 2 4 300 ) B i

Biological oxidation “E 4584t

Citric acid cycle (tricarboxylic acid cycle) FEBRIEA (ZRBIEH)

Oxidation-reduction potential (redox potential) A I4 JF HEA,  CGRALIE 5 HLA7)

Electron transport chain (Respiratory chain) Hi T 15 (PEIREE)



82. Oxidative phosphorylation S i R4t

83. P/O ratio P / O LU H

84. Respiratory control P 45 1il]

85. Uncouplers fifEff B

86. Photosynthesis 7 EH

87. The light reactions J: 5 V.

88. The dark reactions (carbon-fixation reactions) W SO CHi ] 5 s v )
89. Photosystem ) 2 4t

90. Essential amino acids ‘b 75 28 FE iR

91. Complementary effect of food proteins 47 ' £ [ Jii ) BN LW
92. Putrefaction of proteins J& 42 0 B A 5

93. Ubiquitination marker ZE bR

94. Metabolic pool of amino acids FIETR AU

95. Transamination ¥% %34 H

96. Oxidative deamination %844 it 24

97. Conjunctive deamination SR

98. Purine nucleotide cycle & WA ER TG A

99. Alanine-glucose cycle NEIR - % PEEA

100. Ornithine cycle (urea cycle) BZ BTG JRETEA)

101. One carbon unit — % #.4/

102. Methionine cycle HERIEIA



103. The nitrogen cycle BAEIA

104. Biological nitrogen fixation 4= 4 [t

105. Nitrogen assimilation %L [7] ¥,

106. de novo synthesis of purine nucleotaide M Sk & il 22 I4 K B b
107. Salvage pathways of pyrimidine nucleotide M I #% i 1Y) K Bh i 1%
108. Anti-metabolite of nucleotide synthesis B A R AR
109. Central dogma H (723 ]

110.DNA replication DNA & il

111.Semi-conservative replication AR 57 A

112.Semi-discontinuous replication AN E B

113.Replication forks S X

114 Replicon & fill -

115 Prepriming complex 5|¥) i & & & 14

116.Leading strand and lagging strand 491 ‘5 B A7 Ji5 5%

117 Klelow fragment Klelow J B¢

118.0kazaki fragments [X| Ui Ay B

119.Reverse transcription S s

120. Mutation J4%

121. Spontaneous mutation [ & 4%

122. Mutagenesis RAR

123. DNA damage DNA 45117



124.

125.

126.

127.

128.

129.

130.

131.

132.

133.

134.

135.

136.

137.

138.

139.

140.

141.

142.

143.

144.

Point mutation jii FEAF

Deletion and insertion fil 5% A4 A\

Frame-shift mutation 7% fith 548

DNA Repair DNA &5

Transcription g

Structural gene %5 A"

Asymmetric transcription /X F/} 4 5%

Coding strand 2 i5 5%

Heat shock proteins (Hsp) #YA T8 (HSP)
Transcription bubble 4% > {47

Pre-initiation complex (PIC) AJ#CiGE &4 (PIC)
Split gene 4777 2 [Al

Small nuclear ribonucleoprotein (snRNP) /MZAZMEFZ R H (snRNP)
Splicesome

Exon %} ¥

Intron N 7 ¥

rDNA rDNA 75

Translation %} P&

Genetic codon 15 1% 2 i1

Open reading frame (ORF) JT /¥ [ 132AE (ORF)

Degeneracy fa]



145.

146.

147.

148.

149.

150.

151.

152.

153.

154.

155.

156.

157.

158.

159.

160.

161.

162.

163.

164.

165.

Wobble £ 5%

Actiation of amino acid Actiation [/ 28 JE R

Shine-Dalgarno sequence (ribosomal binding site) J%% Dalgarno 741 (A4
Ribosomal cycle ¥ BRI

Transpeptidase and Translocase

Release factor (RF) FEALA T (RF)

Polyribosome %1% & 114, 2 1 B 14

Folding of nascent polypeptide chain 37 4= J& 5% 1) 1 &

Protein targeting £ [ i iE i/

Signal sequence 15 5 J7 %]

Signal peptide 15 5 ik

Signal recognition particles (SRP) 15 5 1A Hiki (SRP)
Antibiotics F11/E 2

Inteferon (IF) Inteferon (45

Genome = [K2H

Gene expression Ji [ 1A

Temporal specificity (stage specificity) =R (BRI
Spatial specificity (tissue specificity) %% [HJ4F5F Mt (HZURFME)
Housekeeping geng

Constitutive geng expression

Induction and repression 175 5 Al % ffil

= AN
e

(A=Y



166.

167.

168.

169.

170.

171.

172.

173.

174.

175.

176.

177.

178.

179.

180.

181.

182.

183.

184.

185.

186.

Coordinate expression Ak bR B R

Operon Y1

Pribnow box Pribnow &

Cis-acting element JIiL =0 A FH o/

Hogness box Hogness &1

Trans-acting factors S 2 E F -7
Transcriptional factors (TF) HesgRTF (T

Heat shock response 7/ e RN

Enhancer 14 5% -
Homologous recombination (general recombination) [F] FLZH. ( — W B2

Conjugation JLH0

Transformation % 71!

Transduction % 5

Site-specific recombination {37 i, RS E 2

Transposition Hefir

DNA cloning (molecular cloning) DNA ol (gD
Recombinant DNA technology T2 DNA 7 K

Target gene AL A

Restriction endonuclease [ fill {4 P4 1]

Palindrome || 3

Cloning vector o B A



187.

188.

189.

190.

191.

192.

193.

194.

195.

196.

197.

198.

199.

200.

201.

202.

203.

204.

205.

206.

207.

Expression vector <14 1 {4

Plasmid Jii ¥/

Genomic DNA library 2[5 41 DNA <&

cDNA library cDNA 3 J

Polymerase chain reaction (PCR) & l#E < v (PCR)
Competent cell /B2 2541 Y

Transformed cell %1410

Gene diagnosis 3 [K[12 7

Gene therapy & K7 7%

Signal transduction {5 5 ¥% 5

Synaptic signal (neurotransmitter) FSfili{5 5 (FHZEH )i )
Endocrine signal (endocrine hormone) PN 735 5 (N30 Z)
Paracrine signal (local chemical medium) 5577 WAME 5 (Rl AL A i)
Autocrine signal H 735 5

Intracellular signaling molecule 41 A FR{5 5 79

Secondary messenger & . [P {# &

Tertiary messenger 5 — {5 i

Receptor AR

Ligand fiC A

Protein kinase A (PKA) & i A (PKA)

Protein kinase C (PKC) 5 H i C (PKC)



208. Calmodulin (CaM) £5if 85 (CAM)

209. Tyrosine-protein kinase (TPK) %% % 25 ¥ (TPKD
210. ALA synthase ALA £ 1%

211.Erythropoietin (EPO) 2L 404 iz (EPO 1))
212. Biotransformatin

213. Primary bile acids #J 2 IH7 1L

214. Secondary bile acids X 2% JH IR

215. Bile acids Enterohepatic circulation JH J 112 1] 14 18 34
216. Bile pigments iENE-N

217. Conjugated bilirubin 25 & IHZL %

218. Unconjugated bilirubin A% A IHZL 25

219. Bilinogen enterohepatic circulation Bilinogen /i 1E

220. Jaundice ﬁffﬁh

Section two: single selection 25 /). FRIIIERE

1. Which of the following is coding amino acid? ( )
A. Cystine B. Tyrosine
C. Ornithine D. Citrulline

1. AN RMMEAZER? O

AR BB AR

C.5% D.JR&E

2. The amino acid containing a hydroxyl group is ( ).
A. Glutamate B. Phenylalanine
C. Tryptophan D. Tyrosine

2. BEREHRIEAZE O .

A BRI BRNAIR

C.tv& R DI

3. The amino acid containing a sulthydryl group is ( ).



A. Ser B. Cys
C. His D. Met E. Thr
3. UEHMENEREKZE O .
A. 225 % B. 2R
CAhH D. % E. VAR
4. The amino acid containing a imidazole (IKME) groupis( ).
A.Trp B. Try
C. His D. Phe E. Arg
4, FEPR, EAHKMEE (R 2 O
% VR b2zt
C. i) D AN AR EFEE I

5. The amino acid which does not exist in natural proteins is ( ).
A. cysteine B. citrulline
C. methionine D.glycine E. lysine

5. NMEETRABEARMNEAIERZE O
ACEREIR BREIR
C.7H% % D.glycine KJHT i ik

6. The amino acid occurring at turn structure of a peptide chain is ( ).
A. proline B. Cysteine
C. glutamate D. methionine E. alanine

6. XS RENEIERZE O .
% WER EMER
C.AZM DA E.NER
7. The structural level that functional proteins have at least is ( ).
A. primary structure B. secondary structure
C. tertiary structure D. quaternary structure
E. to link with prosthetic group
7. DREEREESHEIR, 202 O .
A.—RE5H B. R4
C.= 451 DU 4544
(1) B S
8. The chemical bond to maintain primary structure of proteins is ( ).
A. peptide bond B. hydrogen bond C. hydrophobic bond D. salt bond
8. MRIFHEBFH—REAMHLFEHZ O .
A JikHE B. & C.5/KEE D. i
9.  Which of the following structure does the myoglobin have? ( ).
A. primary structure B. a-helix C. B-pleated sheet
D. tertiary structure E. quaternary structure
9. MlLEBEALIREH? O .
A —ZR 45K B, a -I%)E C. B -1 &
D. =445 E.DY 4544
10. Which of the following can be called an oligomeric protein?
A. insulin B. lactate dehydrogenase



C. Myoglobin D. pyruvate dehydrogenase complex
10, NAIMR— TR AR AR ?
A J % BRI AR
C L E A D.ABHRE I 25 S &)
11. Which of the following is not a conjugated protein.( )
A. albumin B. dehydrogenase
C. hemoglobin D. lipoprotein
1. THMR—AZEKER O
A.HEH B i A
C.I4r&EH DJEEH
12. Which pH solution of the following does serum albumins (pI = 4.7) have positive charges in? (
A.pH4.0 B. pH5.0 C. pH6.0 D. pH7.0 E. pH8.0
12. Horp pHAE PLUF B L7 EZASUILTE HEE B (PL=4.7) A 1Em Y 2y ?
% PH4.0 B. PH5.0 = pH6.0 [fJ D. pH8.0 pH7.0 1 K 7T i

13. Essential of protein denaturation is ( ).
A. break of peptide bonds B. rupture of hydrogen bonds
C. break of secondary bonds D. rupture of disulfide bonds

13, EHERAMERELERZ O
AFTHR IR B A A 2
D. C. iz 3T B g Ibr 5
14. The base is found in mRNA but not in DNA is ( ).
A A B.C C.G D.T E.U
14, 1ZHHZTE mRNA, {HAGETE DNA & O
15. The common composition of DNA and RNA is ( ).
A. D-ribose B. D-2-deoxyribose C. guanine D. uracil E. thymine
15. JL[F 5 DNA FTRNA & O .
A. D -1%# B. D - 2 - [l A% bE C. LIRS D JRIENE E. i flt s i
16. Essential of DNA denaturation is ( ).
A. break of phosphodiester bonds B. rupture of hydrogen bonds
C. break of secondary bonds D. destruction of base stacking
16, DNAHEMARAZ O .
AR — MRS N2 B. AU Bl
C.ATHE — i DA IR HE S B
17. If the content of base A is 15% in a double strand DNA molecule, that of base C is ( ).
A.15% B. 35% C.55% D. 75% E. 85%
17, WERIEHI NS, —ASRE—AXEE DNA 21, 15% AR C 2 O .
A. 15%B. 35%C. 55%D. 75%E. 85%
18. The higher the melting point of the DNA, the higher its content of ( ) base pairs.
A A+T B.A+G C.C+T D.G+C
18. DNA & s, HAR O MRZEXS .
19. Accurate description about hnRNA is ( ).
A. as long as mRNA B. primary mRNA
C. found in cytosol D. capable of catalysis itself

O



19. % hnRNA K2 O .
% HEAEH mRNA 1) BN mRNA
C.RILA )R D.Aefie b4 &
20. The 5" end of mRNA in most eukaryotes has ( ).
A. SD sequence B. cap structure C. poly A D. initiation codon
20. RZHAAEY mRNA 1 5564 O .
A. SD 7% B4 B TH = 5K W Dk UR % Y 1
21. The codon (encoding Ala.) in mRNA reversely complementary pairing with anticodon UGC in tRNA is
« )
A.ACG B. AUG C. GCA D. GCT E. TCG
21, R STE IRNA [ R BT 157 5 mRNA 15 BAMICN (afdBi b 50D 2
O
%: ACG 11 B.J)\H = GCA 11 D. GCT I Katt e TCG
22. Nucleic acid rich of the minor (#i) bases is ( ).
A. mRNA B. tRNA C.rRNA D. snRNA
22, MRFERIRBEN T HEHE O .
2 tRNA [12E [ B. C. D. snRNA 7] rRNA [1]
23. An enzyme facilitates chemical reaction by ( ).
A. increasing the free-energy difference between reactants and products.
B. decreasing the free-energy difference between reactants and products.
C. lowering the activation energy of the reaction.
D. raising the activation energy of the reaction.
23, MBI O
ASETIN S NEAAT = ) 2 TR) Y R RE 22 ¢
B.FEAR S AN ) 22 18] ) B R BE AR 22 7 o
C. AR AT AL RE o
D32 i S M. RS AL BE -
24. In eukaryotes, the major RNA of participation in hnRNA splicing and transport is ( ).
A. snRNA B. snoRNA C. scRNA D. rRNA
24, FERBEYT, 25 hnRNA BIEAIZHIINEZ RNAZ O .
% snRNA [#] B. snoRNA 1] C. scRNA D. rRNA [
25. The specificity of enzyme is determined by ( ).
A. coenzyme B. apoprotein C. prosthetic group D. metal ion
25. BERIRESRVEREE O .
%: Wil B.#ESRED C. BEDASRET
26. In vivo, which of following vitamins can be converted into NAD*and NADP*? ( )
A. VitB, B. VitB: C. VitBg D. VitPP
26. {EMRA, RIEYEA R, RIS NAD +#1 NADP +2 O
A.VitB 1 B. VitB 2 C VitB 6 D. VitPP
27. Which VitB of the following is the composition of CoA? ( )
A. Riboflavin B. Folic acid
C. Pantothenic acid D. Biotin

27, THUR VitB jEhiily A B ? O



e IR B

C.ZM D.AEM %=

28. VitB which can act as a prosthetic group directly without conversion is ( ).
A. VitB; B. Folic acid
C. Pantothenic acid D. Biotin

28. VitB, FIUMENEMA, THEEREEL O
A. VitB 2 B.I i

C.ZIR D.AMZ
29. If the enzymatic velocity is 90% of Vimax, [S] should be ( ) times of K.
A. 45 B.9 C.8 D.5 E. 90

29. nREEMIEEE 90% 1t VMAX, [SIR O A B EHE.
A.45B.10C.8D.4E. 90
30. The effect of competitive inhibitor on enzyme-catalyzed velocity is ( ).
A. Kn increased, Vmax unchanged
B. Kin decreased, Vmax decreased
C. K unchanged, Vmax decreased
D. K decreased, Vmax increased
E. K decreased, Vmax unchanged
30, HFE 4 kA0 770 ) i A T 2 ) s 2 O o
AN B, VMAX A4
B.AR T, VMAX F[%
= NBEAAE, VMAX R F
WU BB, VMAX 0
E.ARTR, VMAX A2

31. Which of the following is the competitive inhibitor of succinate dehydrogenase? (

A. Malate B. Malonate
C. Oxaloacetate D. Pyruvate

31, THUMRIUR BRI It S R sa SRl F 2 O
AR N
C.HBE 41 D. AR

32. Analog of sulfonamide is ( ).
A. folic acid (FA)
B. dihydrofolic acid (DHFA)
C. tetrahydrofolic acid (THFA)
D. paraaminobenzoic acid (PABA)
E. glutamate
32, REALEIZ O
% MR (FA)
B. dihydrofolic i (DHFA)
C.JU=® (THFA)
D. paraaminobenzoic i (PABA)
EAER
33. The effect of noncompetitive inhibitor on enzyme-catalyzed velocity is ( ).



A. K increased, Vmax unchanged B. Kmdecreased, Vmax decreased
C. K unchanged, Vmax decreased D. K decreased, Vmax increased,
E. Kmdecreased, Vmax unchanged
33, AFTE S Pk R AR HE AL EE IS O
AL BN VMAX AVE B.A B IE, VMAX TR
=B, VMAX R A BB, VMAX 5,
E AR T, VMAX A4
34. Which of the following is not the mechanism for enzymic activity regulation in cells? ( )
A. Binding of regulatory peptides via disulfide bonds
B. Proteolysis
C. Covalent modification
D. Induced changed in conformation34 . T Z|W— N A & AE4H ff rh g (1) s PR T bl 2 O
A S5 G IRE S —h
B.tE H K
C. At 21
D. i F MR
35. Which amino acid residue does the covalent modification in th form of phosphorylation takes place in?
« )
A. Phe B. Cys C. Lys D. Trp E. Ser
35. TH BRI AI MBI EASLR LA ? O
% RNAIR B ERE CHEK D.ARIRE 44

36. The physiological significance of zymogen activation is ( ).
A. to accelerate metabolism B. to resume enzyme activity C. to facilitate growth
D. to avoid self damage E. to protect enzyme activity

36. MR IEGE AR R E SO O

& INPHBRAS BARE RS TE C.LME st TrE K
Doy 1 b [ 3 An F BRI B 1

37. Metabolic pathway which proceeds within cytosol is ( ).

A. Gluconeogenesis of glycerol B. TAC

C. Ketogenesis D. Urea cycle
37. Al AT AR O
ARESEM M 2=
C.A:M D.JR &= &
38. Metabolic pathway which proceeds within cytosol and mitochondria is ( ).

A. Heme synthesis B. TAC

C. Ketogenesis D. Biosynthesis of cholesterol
38. MulUANZR A N BEAT ISR O,
AMTRERLLE =
C.A:H D JJE [ 45 1%

39. Key enzyme of glycolytic pathway is ( ).
A. Hexokinase B. Glucokinase
C. Phosphofructokinase D. Pyruvate kinase

39. WEEFEICHEEZ O,



A CUFESTE B % H

C. 1R D. AR B i

40. Which coenzyme in pyruvate dehydrogenase complex serves as the final hydrogens acceptor? (
A. FAD B. lipoate (%% - FR)
C.NAD" D. TPP

40, WA AR R B E N B A I v IR B AR O

A. FAD B. lipoate (Hi &)

C.NAD +D. TPP

41. Reason that mature erythrocyte rely on glycolysis for energy is ( ) in the cells.
A. anaerobic condition B. no mitochondria
C. lack of pyruvate dehydrogenase complex D. no microsome
E. lack of a-ketoglutarate dehydrogenase complex

41 FRINIIZLZ0 XS REUR AR IR B A (0 SR R 2. O FEARB A

A RS B A btk

C. 8= BRI 2l 2 & 4 D3 ke

E.Gk = o - 5 — R i S 2 & 4

42. Major significance of gluconeogenesis is ( ).
A. to enhance utilize glucose
B. to facilitate conversion of glucose into triacylglycerol
C. to maintain the invariance of blood glucose level
D. to increase the glycogen synthesis in muscle

42, PERAEMERESGE O

A LU v A P A 7

B. DL 2t 76 %) i AL B H i =P

C.YERF MLBE KT 1A AR

D 3G 0L P H R R T ) 5

43. Which pathway of the following is related to nucleic acids synthesis? ( ).
A. Glycolysis
B. Gluconeogenesis
C. pentose phosphate pathway
D. Glycogenolysis

43. 5B E e e O,

A VEEE AR

B.BE A4

C. 1ML I pE &A%

D.bE i

44. The direct donor of glucosyl group in glycogenesis is ( ).
A. CDPG B. GDPG C. UDPG D. G-1-P

44, FEIR A RCE B BRI O,

A. CDPG B. GDPG = UDPG Y, G-1-P

45. Reason that muscular glycogen can not supply the blood sugar is lack of ( ).
A. hexokinase B. PFK C. pyruvate kinase
D. pyruvate carboxylase E. G-6-Pase



45, JJUBEIE A RESR Bt AR R IR R R B = O
% COBEBEE B. PFK (1) C.J4 i iR B4
D.NERE R/ E. G - 6 - Pase 5%
46. The hormone which can decrease the blood glucose is ( ).
A. glucagon B. glucocorticoid C. adrenalin D. Insulin
46. AT LLFRRIBE R 2 O
% JRmLPE R BE R UM R CB LR DR
47. Which of the following is essential fatty acid in nutrition? ( )
A. palmitate B. linoleate C. palmitoleate D. stearate
47, FHIMR—IHEB AT EIIREFR? O
A g% BT iEE C. palmitoleate D.f# JIE 2
48. The rate-limting enzyme in the f-oxidation of fatty acid is ( ).
A. acyl CoA synthetase B. carnitine acyltransferase [
C. carnitine acyltransferase II D. acyl CoA dehydrogenase
E. hydroxyacyl CoA dehydrogenase
48. TEJENITR B -5 AL % limting B2 O,
% BEALGHEE A & KNE B AT AL I
C. BB FL L A2 1 1| D4 A i i
E.F4ilE A i 205G
49. The compound which can not be converted into glucose is in animals. ( ).
A. lactate B. pyruvate C. glycerol D. fatty acid E. glycine
49, AReFACEERENL G, Eas . O.
A FLIE B.A AR C.H i DRI R E.H 2L
50. In liver, large numbers of acetyl CoA derived from fat mobilization convert mainly into (
A. glucoses B. cholesterols C. fatty acids
D. ketone bodies E. cholesterol esters
50. fEFFNE, ARINT3N 5 K& LmEARE A Brr i 2208 O
% : glucoses B.JH[H [ C. AR R

D. 8k E.JH[H §x g
51. Rate-limiting enzyme in the synthesis of ketone bodies is ( ).
A. thiolase B. HMG-CoA synthase
C. HMG-CoA lyase D. B-hydroxybutyrate dehydrogenase

o RPRHI LN R A B O
%S- il B.1) HMG - CoA &1
C.11 HMG - CoA %1l D. B -£2 T IR I A 1

52. Under condition of starvation, the major fuel for the brain is ( ).
A. blood glucose B. fatty acids
C. ketone bodies D. amino acids
o EPVRZRATT, X KR ZER R O.
AE%B%M&
=AML DS R

53. The acetyl CoA required for the synthesis of fatty acids is derive from ( ).
A. fat mobilization B. B-oxidation of fatty acids



C. degradation of amino acids D. glycolysis
E. degradation of glucoses
53. NEWIER & B 5 1) S BESEE A 2 O R4
A Jlgizh b1 B IR B -4 4k
C.Z M. D.ER Rk
E.iB1k glucoses
54. The rate-limting enzyme in the synthesis of fatty acid is ( ).
A. acyl CoA synthetase B. pyruvate carboxylase
C. acyl CoA carboxylase D. PEP carboxykinase
E. fatty acid synthetase
54. REWIRA AR limting B2 O,
A TR A & RO B. A R R 1L B
I AN A P fLll D. PEP &
E 5 R & i
55. Rate-limiting enzyme of cholesterol synthesis is ( ).
A. HMG-CoA synthase B. HMG-CoA reductase
C. HMG-CoA lyase D. LCAT
55, JHTE B A R FRIE B2 O
A.[1 HMG - CoA &/l B. HMG - CoA it J5i fiff
C.[¥1 HMG - CoA Z!fi#fifi D. LCAT
56. When fatty acids are synthesized, the mechanism of acetyl CoA transported from the mitochondria to the
cytosol is ( )
A. citric acid cycle B. malate shuttle C. Cori cycle
D. pyruvate-citrate cycle E. glycerol 3-phosphate shuttle
56. FENIMRE R, 123X B4 LM CoA MEFLANLEZ O
ANTIERIRIGIS BAERIR AR C.A H A 1]
D. A B BRFT IR R EH -3 - B 7R

57. The compound which can not be oxidized into CO, and H2O in vivo is ( ).
A. linoleate B. lactate C. glycerol 3-phosphate
D. cholesterol E. acetoacetate

57. ANRETEMR A AL CO2 FIl H20 Mtk &2 O.

AR B.FLER CH il =B

D.JH[# % E. Z.Bt

58. Which of the following phospholipids is also called cephalin? ( ).
A. Phosphatidylcholine B. Phosphatidylethanolamine
C. Phosphatidylserine D. Phosphatidylinositol

58. LA NBEARtBARNBENE? O,

A SREENE BB R £ B L

C.Wl5 D.WER

59. The activated choline required for the lecithin biosynthesis is ( ).
A. ADP- choline B. CDP- choline C. GDP- choline D. UDP- choline

59. WuHMHGL, GRBENE SR O.

A.ADP - fHfi% B. CDP - i C.[& A 4= S ME - A D. UDP - JIH i



60. Which enzyme of the following can ApoAl activate? ( )
A.LPL
B. LCAT
C. hepatic lipase
D. adipose tissue lipase
E. pancreatic lipase
60. #HfRE A Al FARAMEFT LOEGE? - O
%: LPL
B. LCAT
C.JH lE g
D.Jig i 412 g s g
E. Bl 107 il
61. Which lipoprotein of following are the endogenous triacylglycerols transported by? ( )
A. apolipoprotein B.CM C. VLDL D.LDL E. HDL
61. U TIREAIZIEMAEEHHB=E? O
ARJIEE A B. CM CARACES FE AR 11 DARE FENIG B 1 E. e % FE g 2 1 JIH [ 1
62. Which of the following plasma lipoproteins can transport the cholesterol from other tissues to the liver?
« )
62. T ZIMRLY M 3% A5 2 1 w] LA ARZH ZUs F B R E R 2 O
A. CM B. VLDL C.fi3# & i 8 1 D. et A 2 1 IE A 8
A.CM B. VLDL C.LDL D. HDL
63. The coenzyme in o-ketoglutarate dehydrogenase complex which finally receives two  hydrogens
removed from the substrate is ( )
A.FAD B. lipoate C. HSCoA D. NAD* E. TPP
63. AT ULEI AT IR AN FR FAE o B CRBEEE S HiEE O
lipoate A. FAD B. C. HSCoA D. NAD +{{J K Jiz#TF i TPP ()
64. Which of the following enzymes catalyzes hydrogen removal from metabolites, the latter being directly
transported through the respiratory chain of succinate oxidation? ( )
A. lactate dehydrogenase
B. acyl CoA dehydrogenase
C. malate dehydrogenase
D. a-ketoglutarate dehydrogenase
E. glyceraldehyde 3-phosphate dehydrogenase
64. NAMEFEEHEAL AR P IIERR, R Bkl BRI R A AR B O
A FLIR I =
BBt A I S
T
D. a -l & 1 It Sl
KA BEH -3 - BRI A
65. In the following reactions, which step can produce most number of ATP through TAC and OP? ( )
A. malate — oxaloacetate
B. succinyl CoA — malate
C. citrate — isocitrate



D. isocitrate — a-ketoglutarate
E. a-ketoglutarate — succinate
65. fE IR E, X—H A LLE TAC Fl OP A=K ATP I%E? O
ASER TR — Fl 4%
B.IRFHME A A— ¢ 1R
CATIR—~ FAT B IR
D. AT IR~ o B R
E. o -l MR — BRI
66. The primary factor which control the rate of oxidative phosphorylation is ( ).
A. concentration of substrate oxidized B. rate of CAC
C. [ADP] D. [NADH] E. [O2]
66. FEHIFILBERILEN FERERRZ O.
ARV 4L B 1) CAC
C. ADP D] [NADH] E. [O2]

67. The energy storing form in skeleton muscle and brain is ( ).
A. ATP B. GTP C.UTP
D. creatine phosphate E. phosphoenolpyruvate

o AEEMEAALE B UMK IERZ O.
A.ATP B. GTP C. X%k
D.BEMRNLIR E. W5
68. The primary manner for the deamination of amino acids in muscle involves ( ).
A. purine nucleotide cycle
B. oxidative deamination of glutarate
C. transamination
D. ornithine cycle
E. conjunction of transamination and oxidative deamination
68. WA A 21 E 2 e O.
AR RZ IR IE A
B AL & A
C. transamination
D. SR RIEH
E.45 & transamination 14 fk i &

69. The major fate of ammonia is ( ) in the body.
A. to synthesize nonessential amino acids B. to synthesize glutamine
C. to synthesize urea D. to synthesize alanine E. to synthesize nucleotides

69. AW EEarizZ O ERN.
A G AR TR FERR B.LAG A ATk %
C.HHURR D.&MNEMR E. & A%
70. The form transporting and storing ammonia in the body is ( ).
A. glutamate B. glutamine C. glutathione D. glycine E. urea
70, BEAEAAAERNEREAZ O.
ABAMK BARANNE CAMH Ik D.HZEMK EJRER

71. In ornithine cycle, secondary amino group for urea synthesis is derived from ( ).



A. free ammonia
B. glutamine
C. aspartate
D. asparagines
E. carbamoyl phosphate
71, FESREIRIEIS, PR RRamaEtmRekE O.
A,
B. A & Wi
C.RA AR

D.RIT&
E. 2 WL IR
72. Which intermediate can links the urea cycle to the citric acid cycle? ( )
A. aspartic acid B. oxaloacetate
C. aspartate and fumarate D. aspartate and citrulline72 . WSLE (] 3477 (1) K ZAE A =R IR 1E
wr o O

A RZZIE B.5 W LR

C.RAFRIE DR DRI X RA WA R

73. ATP moles consumed per the synthesis of one mole urea is ( ).
A.2 B.3 C. 4 D.5 E. 6

73, FHHFE—EERIRZR G ATP HIEEREZ O

A.1B.2C.4D.5E.6

74. Which of the following amino acids can be converted into taurine in the body?
A. Cysteine B. Glycine C. Methionine D. Threonine

74, NAMRASZ LR AT AAEAR A e A R B 1R 7

AEREE L B H &K C.AEZE IR DI &R

75. The compound which does not belong to one carbon unit as follow is ( ).
A. -CH3 B. =CH: C. =CH- D. CO,

75, ZAEYIAE T —BAAOVETERZ O,

%: -CH3 [ B.=CH2C.=CH-D. CO2

76. Which of the following cannot be converted one carbon unit in other forms? ( ).
A. Ns-CHs-FHqy B. Ni1o-CHO-FH4 C. N5, 10=CH-FH4
D. Ns, 10-CH-FH4 E. Ns—CH=NH-FH4

76 FAHIR— A RER e AR AR RAL? O
A.N5 - CH3 - FH4 B. N10 - CHO - FH4 C. N5, 10 =CH - FH4
D.N5, 10-CH-FH4 E.N5-CH = NH - FH4

77. Indirect donor of methyl in vivo is ( ).
A. SAM B. N5—CH3-FH4
C. methyl cobalamin D. methionine

77, RN REERTREARBI R O

%: SAM B. N5 - CH3 - FH4

C. WA R DA

78. The most important role of S-adenosyl methionine (SAM) is ( ).
A. to provide methionine B. to synthesize tetrahydrofolate



C. to synthesize purine nucleotides D. to synthesize pyrimidine nucleotides
E. to supply methyl group
78. MEREEMAIFH S -IRHE FIRZARER (SAM) &2 O,
A SRR ZEIR B.A VYA
C. A EIS AL IR D. A R e A% 7 1R
E. LR HI LA
79. The synthesis of deoxynucleotides takes place at ( ) level.
A.NMP B. NDP C.NTP D. dNDP E. dNTP
79. deoxynucleotides & k75 Z M 7 7E O HIKF.
A.NMP B. NDP C. NTP D. dNDP Kz #F K i) dNTP
80. Which deoxyribonucleotide can not produce from the reductive reaction of ribonucleotide? (
A. dADP B. dTDP C. dGDP D. dCDP
80. ME~ deoxyribonucleotide AGeA: ™ A% H IR AL JE V.2 O
%:: dADP B. dTDP C. dGDP D. DCDP
81. Feature of de novo synthesis for pyrimidine nucleotide is ( ).
A. synthesizing base on the basis of ribose-5-phosphate
B. providing methyl group by Ns-CH3-FHa
C. synthesizing carbamoyl phosphate first
D. incorporating glycine into the molecule
E. providing nitrogen atom by glutamate
81. Mk M e T IR 4T 2 O
ANZKE-5 - BEIRIAEA b, & kit
B. N5 - CH3 - FH4 42 ft F 5t
C. AR PR 5 —
DA T H &R
EARIRRE MR T
82. The direct precursor of dTMP synthesis is ( ).
A. dUMP B. TMP C. TDP D. dUDP E. dCMP
82. dTMP &R EEHTERRE O
%: DUMP B. TMP C. TDP /'Y dUDP KJ##T % DCMP
83. Which dNMP of the following can be converted into dTMP by methylating reaction? ( )
A. dAMP B. dCMP C. dGMP D. dUMP
83. LA'N dNMP ] DUFE#pll dTMP HEEAL R BL? O
A. DAMP B.dCMP C. dGMP [ D.dUMP
84. Which vitamin deficiency can interfere with DNA synthesis? ( )
A. VitB, B. Vit B, C. VitBg D. VitPP E. folate
84. Hrp4EE R AT DNA 512 O
A. VitB 1 B.4i4: % B2 C. VitB 6 D. VitPP E.M &
85. False description about DNA replication is ( ).
A. that pol III is termed true polymerase
B. that pol I is called main proof-reading enzyme
C. that RNA polymerase participate in the process
D. that elongation of new chains needs ATP



85. <1 DNA &l iy B B2 O

%=, POL #iffNE IEM R AT

BN LR B 1) POL

=, RNA R&HZ 5Hd~EH

O, WFriErgaE ms, 5% ATP 1

86. Which of the following is wrong about the discussion on DNA polymerase III ( ).
A. to be a replicating enzyme B. to have 5'—3’ polymerase activity
C. to have 3'—5’exonuclease activity D. to have 5'—3’exonuclease activity
E. to be template-dependent

86. [HIMBITLZHE 1R DNA B&H 1l O Mifie.

% BEHIME BA 53 KA MIE

C.f5 3'—5'exonuclease %3} D.f5 5'—3'exonuclease i%3))

(1) BEARBER

87. Which course does not need to consume ATP during DNA replication? ( )
A. to elongate new chain
B. to unwind double helix
C. to form negative supercoil
D. to join the DNA fragments together

87. R, RXIFAHE EIHAE ATP /£ DNA &7 O

Zr PAHTEE

B P XLAER i 45 44

C I A IR e

D. A DNA Fr B

88. Klenow fragment is a usual tool enzyme in genetic engineering and has lost ( ) activity.
A. 5" — 3' polymerase B. 5" — 3’exonuclease
C. 3" — 5’ exonuclease D. endonuclease E. proof-reading

88. Klenow v B2 H LRAMERLRE T, cgakEky O Es).
%: 5'—>3'K A B. 5'—~3'exonuclease
C. 3'—=5"51IH D. AU K AT v i B 15 132
89. Reason for generateon of Okazaki fragments is ( ).
A. that velocity of DNA replication is too fast
B. bidirectional replication
C. Where there's RNA primer, there are Okazaki fragments
D. that new strand is prolonged against direction of unwinding double helix
E. that DNA shall entwist (28%%) in replication
89. & F Bt generateon JEIA & ().
A. DNA S| {3 PR
B. X 1] & ]
C. U7 RNA 51, A7 X v B
ST B R XUR i 45 i), BT i DU B A8
KIGHE ) DNA s (Ji4) 725
90. The process needing a tRNA primer as follows is ( ).
A. replication B. reverse transcription C. transcription D. Translation
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