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Abstract

The growth and development of plants is a complex process, in which many
physiological activities are regulated by genes, but when affected by certain
conditions, the physiological activities of plants will also respond. Ethylene can
promote fruit ripening and senescence, and SICTRI gene is a response gene in
ethylene signal transduction, which plays an important role in regulating fruit ripening
and senescence. In addition, DNA methylation can cause changes in chromatin
structure, DNA conformation, DNA stability and the way DNA interacts with proteins
to regulate gene expression.

In this study, total RNA was extracted from tomatoes treated with 1-MCP,
transcribed into cDNA, and the expression of SICTRI gene was analyzed by q-PCR
amplification. Tissue DNA was extracted, DNA modification and PCR amplification
were performed to investigate the effect of 1-MCP on the methylation level of
SICTRI gene in tomato. And to measure changes in related ripening and senescence
indicators. It provides a theoretical basis for the regulation of DNA methylation in
tomato fruit ripening and senescence.
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