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A F Ay # FEL Pk Ay 3 iR e fa P %

Ll kg 31 18 13 58.06%
L RS T 26 18 8 69.23%
Loy ARt 28 26 2 92.86%
B 1t 85 62 23 72.94%

REALAE T 15 K fn 75 854y, FRPE624y, fniF ¥ fRpEibth &
H73%, FHFAEEH100% (e XFHPEEEAHT%)
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ATARE AT LI
20/9432
20/9432
25/9381
49/9356
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52/9093
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Table 1-3 The PCR results of 1-10 sereotype of Acifnobacillus pleuropneumoniae strains+

111
Serotypes ApxlA | ApxIB+ ApxIl | ApxIll | ApxIV | ApxIV | ApxIV & ApxIV

FEAAvbp Fragment sizes

9654 |

L7230 |

Bl1¢ |

396+

16000 | 20000 | 2400¢ | 2800+

1*.-?4_,

RN RS R

#

bp M

6-10:

5‘7\

M: DNA Marker DLL2000;
1-5: A5 41A. IB. 1. I, IVY 3E 13 5] APPA /727 ;

AL HIA. IB. 11, I, IVY 3813 5] APP s /75%
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No. of isolates with MIC of (png/ml)

% 0
Antimicrobial 0.03 0.06 012 025 05 1 2 4 8§ 16 32 64 128 256 MICsy MICqq ersfsfn{: ce
Ceftiofur 38 < 1 i - <025 05 0
Florfenicol = 7. 32 1 2. 1= 025 025 0
Danofloxacin 32 < 6 i1 2> 2 <0.06 0.25 11.6
Enrofloxacin 36 < 3 3 >0 <006 025 0
Erythromycin < 127131 >2 >2 0
Tilmicosin < 8 33 2> | 8 8 0
Tiamulin < 1 ¥:32s\ 13 16 16 7
Clindamycin < > 43 | >1 >1 0
Gentamicin < 3> 40 >4 >4 -
Neomycin < 1> 42 >16 =16 -
Spectinomycin < > 43 >32 >32 -
Penicillin < 4 24 6 | > 9 0.5 >4 20.9
Ampicillin ¥ = 14 3 > 9 0.25 >8 209
Chlortetracycline < 5 |6 16> 16 + >4 88.4
Oxytetracycline < 4 | 1> 38 >4 >4 90.7
Sulfachloropyridazine® <1 3 21 12> 6] 64 >128 n.a.
Sulfadimethoxine® <1 5 15> 22| >128 >128 n.a.
Sulfathiazole® <1 4 11 13> 14] 128 >128 n.a.
Trimethoprim/ 39 < 1 >1 2 | <025 =025 0

sulfamethoxazole®
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eatAy o
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Escherichia coli soxR with mutation conferring antibiotic res;si-a-mee;,b
Escherichia coli soxS with mutation conferring antibiotic resistance

Type B Nf)%

na
Escherichia coli acrR with mutation conferring multidrug antibiotic resistance
Escherichia coli marR mutantconferring antibiotic reasﬁﬁnc_le

ex
. . . . : . MexZ
Mycobacterium tuberculosis katG mutations conferring resistance to isoniazid
Escherichia coli EF-Tu mutants conferring Fesistance to kirromycin
Escherichia coli UhpA with mutation conferring resistance to fosfonﬂycH

ex

Mycobacterium tuberculosis pncA mutations conferring resistance to pyrazinamid
Staphylococcus aureus fusA with mutation conferring resistance tg fusidic ac
Bartonella pacilliformis gyrB conferring resistance to aminocoumar
Clostridioides difficile gyrB conferring resistance to fluoroquinolon

o . . . D-Ala-D-Ala ligas

Escherichia coli EF-Tu mutants conferring resistance to Pulvomyc
Mycobacterium tuberculosis rpoB mutants conferring resistance to rifampic
Mycolicibacterium smegmatis ndh with mutation conferring resistance to isoniaz
M\écoplasma genitalium parC mutatjons confers resistance to Moxifloxac
Planobispora rosea EF-Tu mutants conferring resistance to inhibitor GE2270A

SO3ISEoD SO

|

nal
Borreliella burgdorferi myrA with mutation conferring resistance to fosfomycin
_Closfridioides difficile %KrA conferring resistance to fluoroguinolones
Clostridioides difficile rpoB with mutation conferring resistance to rifampicin
Enterococcus faecalis gshF with mutation conferring daptomycin resistance
. Escherichia coli fabG mutations ¢onferring resistance to triclosan
Escherichia coli fabl mutations conferring resistance {0 isoniazid and triclosan
Escherichia coli ompF with mutation conferring resistance to beta-lactam antibiotics
Haemophilus Influenzae PBF3 cqnfernng{.re&stance.to beta-lactam antibiotics
Mycobacterium leprae folP with mutation conferring resistance to dapsone
Mycobacterium tuberculosis ethA with mutation conferring resistance to ethionamide
Mycobacterium tuberculosis folC with mutation conferring resistance to para-aminosalicylic acid
Mycobacterium tuberculosis gidB mutation conferring resistance to streptomycin
. Mycobacterium tuberculosis inhA mutations conferring resistance to isoniazid
Myceobacterium tubefculosis thyA with mutation conferring resistance to para-aminosalicylic acid
ycobacterium tuberculosis tlyA mutations conferring resistance to aminoglycosides
) . Mycoplasma hominis parC conferring resistance to flucroquinolone
Neisseria gonorrhoeae PBP2 ppnferrmg resistance to beta-lactam antibiotics
Neisseria meningititis PBP2 conferring resistance to beta-lactam
Pseudomonas mutant PhoP conferring resistance to colistin
Shigella flexneri parC conferring resistance to fluoroguinolones
Staphylococcus aureus fusk with mutation conferring resistance to fusidic acid
Staphylococcus aureus murA with mutation conferring resistance to fosfomycin
Streptococcus pneymoniae PBP2x conferring resistance to amoxicillin
Ureaplasma urealyticum parC conferring resistance to flucroguinolone
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